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Ottaviani, R.(rottaviani@intech.gov.ar); Llames M.E.

Understanding the mechanisms that determine diversity patterns 1s a central goal in ecology and 1s relevant in the case of the bacterial community, given its
main role in fundamental ecological processes. The Niche Theory, based on the principle of competitive exclusion, considers that the community structure
results from environmental selection and interspecific interactions.

On the other hand, the Neutral Theory assumes ecological equivalence between individuals and defines communities as groups of sympatric species that result
from stochastic processes of death and recruitment of individuals.

The objective of this work was to evaluate the relevance of deterministic and stochastic processes in the structuring of bacterioplankton at different spatial
scales (regional, basin, local) in shallow environments of the Pamela region. For this, 52 lagoons, with contrasting limnological characteristics, were sampled,
all belonging to the province of Buenos Aires (see figure 1). The bacterial composition was analyzed by massive sequencing on the //lumina Miseq platform.
Null models based on taxonomic and phylogenetic information were applied.
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Fig. 1: sampled lagoons

Fig. 2: Physico-chemical characteristic table

The systems studied include alternative states "Turbid' and "Clear".
The former is characterized by high turbidity and little vegetation, the latter on the contrary.

In addition to the above, there are high conductivity systems.
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17,540 ASVs (Amplicon Sequence Variant, unique DNA sequences

obtained from massive sequencing) were identified, mostly associated

with the phyla Proteobacteria (purple, 32.75%),
Actinobacteria (orange, with 15.30%)
and Cyanobacteria (green, 14.14%).
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onclusions: At the regiona evel, the effect o AisSpersion Aas a muc creater significance than
environmental selection when shaping the community composition of planktonic bacteria. On the other

hand, preliminary analyzes indicate that, at the local level, more eutrophic environments show a stronger
local environmental selection of ASVs. It was observed that there is a habitat preference for certain
ASVs.




