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Figure 1. (A) Core microbiota heatmap among simples. (B)
Archaeal genus relative abundance.
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Figure 2. Beta diversity Non-Metric Multidimensional Scaling (NMDS)
scatter plots. The graphics show archaeal beta diversity calculated by

The composition of archaea in human

colostrum remains unknown, as well as NMDS ordination based on the UniFrac distance matrix (left, unweighted neonatal stool.
UniFrac; right, weighted UniFrac).
whether they are transferred to the CONCLUSIONS
newborn during breastfeeding.  Betadiversity analysis showed colostrum’s and stool’s * The S'm!l?r't'es foun.d n t.axa
communities were highly similar(ANOSIM, p = 0.001) composition, beta-diversity and co-

occurrence analysis between
colostrum and neonatal stool
samples suggest that Archaea are
transmitted to the neonate via the
mother’s colostrum.
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Figure 3. Differential abundance analisis of archaea genera
between colostrum and neonatal stool with DESeq?2. PERSPECTIVES

Future studies should explore the functional
aspects and the microbiota-host interactions
of the archaea present in the neonatal gut.
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