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Figure 2. Diversity of archaea bound by immunoglobulins in human colostrum and neonatal stool. (a) Alpha diversity

boxplots estimated as specific richness (Observed),

Index. Coefficients are indicated by the median of each group according to the Y-axis. b,c, Beta diversity estimated by
UniFrac distance metric and represented according to fractions (b) or dyads (c) in a Non-Metric Multidimensional Scaling

(NMDS) scatter plot.
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immunoglobulins.

® 1gG binds to rare taxa in the newborn’s gut; these taxa were detected by less

diversity by the Shannon Index, and as dominance by the Simpson

are activated.

tan 1% in total colostrum but more than 5% in stool.
® The archaea found in stool might be early colonizers of the newborns gut,
since pathways for the synthesis of isoprenoid compounds and amino acids
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