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** Apidaecins are natural product *** Binding data and structure- — '
T , , , o , , , Pdi1 Wild-Type 209 3.33e6 7.07e-4
antimicrobial peptides found in activity relationships for Pdi1
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*** Honeybee-derived Api1b has substitutions to kinetics and
been the subject of several affinity data Figure 3: Average BLI Response at 1nM
medicinal chemistry campaigns < N-terminal PEG,,-Biotin linkers Ribosome Table 2: Minimum Inhibitory Concentration
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peptides, such as Pdi1 and mouth of the nPET 81 ° APITS7 0-075
Fval, demonstrate potencies ** Drop diffusion and liquid broth o Pdi 0.075
that rivals Api137 microdilution assays contribute 0.5 I Pdi1 (R14A) 3.1

Figure 1: Molecular Model of Apidaecin antibacterial aCt'V'tyl.d 0 - Pdi1 (H17A) 0.75
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Figure 2: Representative BLI Sensogram for Wild-Type Pdi1
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Future Directions

I b | *** Fluorescence anisotropy experiments will be

_ used as an orthogonal assay to determine IC,
values

¢ Circular dichroism spectroscopy will measure
the impact of alanine substitutions on Pdi1
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