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€@ INTRODUCTION AND AIM

@ METHODS

= Malaria remains a major global health burden, with transmission
Intricately dependent on the interactions between Plasmodium
parasites and the Anopheles midgut.

» Post-infected blood meal in 1t 24-hour period is a critical bottleneck,
during which gametogenesis, fertilization, ookinete development, and
digestion occurs _

= Digestion is mediated by proteases and peritrophic containing ~ BF-!BF feeding/ RNA isolation/ Sequencing/ Data analysis

' ' Gut Isolation PTS )
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To identify significantly peritrophins and
digestive proteases during the early-stage
Infection
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