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INTRODUCTION & AIM

Accurate pest identification are crucial for

developing effective management strategies. » All analyzed samples were confirmed
as S. frugiperda
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RESULTS & DISCUSSION

 Species identification

This study aims to:

U Sequence and phylogeny analysis
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to COIl gene
v' Genetic data indicate multiple migrations, strain coexistence, and
regional dispersal of S. frugiperda in Cabo Verde, highlighting the need
for genetic monitoring in pest management

Sanger sequencing, sequence editing by

BioEdit and alignment with reference data v' Future work will use genome-wide markers to refine strain
from NCBI and BOLD System databases identification and analyze hybridization and migration dynamics
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