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INTRODUCTION & AIM RESULTS & DISCUSSION

CONCLUSION

METHODS

• The implementation of advanced irrigation systems, 

combined with modern agricultural techniques, allows 

for the establishment of almond plantations in new 

Mediterranean regions, including southern Portugal.

• The incidence of diseases affecting almond trees is 

increasing, particularly fungal diseases. This trend may 

be intensified by the effects of climate change and the 

adoption of intensive irrigation systems.

AIM: To understand the composition and distribution of 

fungal communities in different organs of symptomatic 

almond trees from a plantation in Beja, Alentejo. 

Experimental design
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• Collection of branches, leaves, and exudate from each tree.

• Surface sterilization and inoculation of the samples on Petri 

dishes with Potato Dextrose Agar medium (PDA) in darkness 

at 25 °C.

• Isolation of fungi by repeated sub-culture to new Petri dishes.

• DNA extraction, PCR, and Sanger sequencing.
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• In terms of the fungal community, we did not observe differences 

between the two cultivars, but we observed distinct patterns in 

community structure across organs.

• Biscogniauxia mediterranea was identified for the first time on 

almond trees and later confirmed by our group as a pathogen causing 

canker symptoms in almond trees (Faustino et al. 2025).

• Only two fungal isolates were obtained from leaves (Biscogniauxia

mediterranea and Preussia sp.). 

• In the branch samples, B. mediterranea, followed by Alternaria 

alternata, are the most representative fungi in both cultivars.

• Fusarium spp., Cystospora sp., and Trichoderma harzianum are 

only present in trunk samples. 

The number of isolates 

obtained from each 

organ was similar in 

both cultivars. The 

highest number of 

isolates was obtained 

from the branches, 

followed by the trunk.
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