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✓ Fast, affordable and safe methods. No ethical limitations

In vitro orogastric digestion

Antioxidant activity

T. chuii biomass

Functional analysis

• 287 protein sequences were identified

• Homogeneous distribution of the identified proteins

• 35% of the sequences have a molecular function (most of them showed binding function)

10.49%  Structural constituent of ribosome
10.29%  Oxidoreductase activity
8.39%  Hydrolase activity
8.19%  Transferase activity
22.38%  Small molecule binding
27.97%  Organic cyclic compound binding
12.29%  Carbohydrate derivative binding

Molecular function

Biological process

Cellular component
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✓Higher ORAC and 
TEAC values in the 
digest than in the 
intact biomass

Antioxidant activity in vitro

Activity Peptides
Antioxidant activity 57

Antimicrobial activity 23

Anti-inflammatory activity 21
Antioxidant, antimicrobial and anti-

inflammatory activity 4

FAPMSRF WMGGRLGARCNMPKL FIPVL

Potential multifunctional peptides

• The proteomic analysis of T. chuii allows the identification of proteins with biological functions differentiated into three main groups: biological process, cellular component and molecular 
function.

• Orogastric in vitro digestion increases the antioxidant activity of T. chuii microalgae.
• In silico gastric digestion of T. chuii yields bioactive peptides, such as FAPMSRF, WMGGRL, GARCNMPKL, FIPVL  with multifunctional (antioxidant, anti-inflammatory and antimicrobial) 

properties.
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