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Cardiovascular Diseases' Shared Molecular Mechanisms 

 

This research intricately examines the shared molecular mechanisms operating at the 

cardiovascular and molecular levels in the context of Cardiovascular Diseases (CVDs) and Type 

2 Diabetes Mellitus (T2DM). A multitude of studies have underscored the presence of common 

pathophysiological factors, notably Insulin Resistance and Inflammation, with pathways that 

intersect between both diseases. The overarching goal of this study is to contribute substantial 

value to the ongoing research landscape by uncovering the nuanced processes that give rise to 

the occurrence of symptoms in one disease impacting the other, especially considering that CVD 

stands as the primary cause of mortality among individuals afflicted with T2DM. 

 

Through a meticulous exploration, Differentially Expressed Genes (DEGs) were meticulously 

isolated, leading to the identification of curated pathways and genes, as well as the discernment 

of common miRNAs. The research culminated in noteworthy findings, revealing four DEGs and 

a singular shared miRNA, namely hsa-mir-223. Additionally, the investigation unveiled the 

presence of six curated genes, 37 curated chemicals, and an impressive 253 inferred pathways. 

 

Consequently, these comprehensive results not only underscore potential interconnections 

between both diseases but also lay a foundation for further inquiry. The implications of these 

findings extend to the prospect of uncovering a cure and formulating more targeted and 

efficacious preventive and treatment strategies for individuals concurrently at risk or affected by 

both conditions. The collaborative synergy among researchers, clinicians, and pharmaceutical 

industries is paramount in actualizing advancements in early detection, the development of 

effective drugs, and the refinement of existing treatment modalities. 


