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Malaria vector patterns in rural Nigeria, dominated by

An. gambiae s.l., call for localized control and ongoing

monitoring to address resistance and behavioral

changes.

Malaria Vector Composition, Abundance, and Plasmodium Infection Rates in Rural Southwestern

Nigeria: Implications for Targeted Control Strategies.
Ajayi F.O.1, Ibrahim K.T.1

1 Department of Zoology, University of Ibadan, Ibadan, Nigeria

INTRODUCTION & AIM RESULTS & DISCUSSION

CONCLUSION

Malaria remains a major public health 

concern in Nigeria. Rural communities are 

particularly affected due to environmental 

and socio-demographic factors that sustain 

transmission. Understanding mosquito 

species composition, abundance, and 

infection rates is crucial for effective vector 

control.

This study investigated malaria vector 

diversity and transmission dynamics in two 

rural communities, Igbo-Ora and Idere in 

southwestern Nigeria.

Figure 1: DNA ladder; lanes 5–7 positive control An.

coluzzii; lane 9 positive control An. gambiae; lanes 10–12

An. coluzzii; lane 13 An. gambiae; lane 15 An. arabiensis

Figure 3: Detection of CSP antigen in Anopheles in the

study sites
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