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Pontostratiotes is a genus within the family Aegisthidae Giesbrecht, 1893.
» Hyperbenthic taxa, like Pontostratiotes, are often neglected in sampling and sorting campaigns.
> Existing molecular records of the genus are predominantly from the Pacific Ocean.

» Many specimens were collected during cruises in the North Atlantic (IceAGE/IceDiVA projects).

Does Pontostratiotes remain monophyletic under increased taxon sampling?
e Howdiverseisthe genus inthe North Atlantic and Pacific Ocean?
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