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INTRODUCTION & AIM RESULTS & DISCUSSION

Stonefishes (Synanceiidae) are highly venomous, » 8 species of stonefishes identified from Kerala coast.
cryptic, benthic fishes that are often misidentified due ~ Choridactylus multibarbus, Apistus carinatus, Inimicus didactylus,
to their strong camouflage and overlapping Inimicus sinensis, Minous monodactylus, Minous inermis,

morphological characters. Combining morphometric ~ Minous trachycephalus &Minous dempsterae.
and meristic analysis with COI-based DNA barcoding
provides accurate species-level identification and
resolves long-standing taxonomic ambiguities.

» Identify the species of the family Synanceiidae using morphometric and
meristic characters

» To analyze the genetic divergence within and between species to resolve
taxonomic ambiguity.
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SN Family  : Synanceiidae » Genetic divergence (4.1%—24.6%) confirmed strong interspecific separation.
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» Stonefish specimens were collected from Munambam, Kalamukku and

Sakthikulangara landing centres. A,
100 { Inimicus sinensis
» Samples were obtained from deep-sea trawl bycatch, photographed fresh, e mtDNA profile of Stonefishes with COI primer
: K0 : < 100 L——— Apistus carinatus . .
and preserved in 3—5% formalin for analysis. . > Length—-weight analysis showed

Maximum likelihood tree from COI sequence data
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CONCLUSION

» Eight stonefish species belonging to four genera were documented from the

" DNA Barcoding

— B Amplcston Ww W\ Kerala coast
y "i’.f@ \/s / » COI gene proved effective for species delineation, producing eight well-
supported clades
Specimen DNA extraction PCR amplification of Sequencing of . . .. . . .
collection barcoding locus DNA barcodes » This work establishes a baseline reference for Synanceiidae diversity in
J Kerala.
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» Expand sampling to deeper and offshore habitats along southwest India..

- o u IH ‘ ‘ ‘I » Develop a public DNA barcode database for venomous fishes of India.
» Conduct ecological and venom protein studies for biomedical applications.
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