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The use of molecular techniques in studying bryozoans in South Africa is still in its early 

stages, offering significant research potential. Bryozoans are crucial bioindicators of 

changing environments, and new molecular trees provide insights into phylogenetic 

relationships and evolution patterns (Nikulina et al., 2007; Lukhtanov, 2019).  Adeonella is a 

large genus that comprises of 58 known extant- and fossil species globally, with the most 

species distributed throughout the Indo-West Pacific realm, the Mediterranean and South 

Atlantic Ocean (Hayward, 1988; Amui, 2005; Rosso & Novosel, 2010). More than 60% of 

adeonellids are considered endemic to South Africa's coastline, but owing to high 

morphological plasticity and polyphyletic relationships within this group (Hayward, 1988; Orr 

et al. 2019), molecular techniques are necessary to distinguish between species. 

,

.Across 13 sites (Fig. 1), 27 adeonellid samples were collected from False Bay and Algoa 

Bay, with most coming from subtidal habitats (22) and fewer from intertidal zones (5). Five 

species (A. pluscula, A. conspicua, A. guttata and L. jellyae and an unnamed Adeonella sp.) 

were identified, three of these species are considered endemic to South Africa (Fig.1,3,5). 

Interestingly, all  four known species identified in this study were found in both False Bay and 

Algoa Bay, which are approximately 600 km apart, and potentially due to larval transportation via 

the Agulhas current that flows southward. DNA extraction and PCR were conducted. Poor 

sequences were produced; however, troubleshooting is underway to ensure quality sequences. 

The study was focused on False Bay ( 22 samples), but additional adeonellid samples from 

Algoa Bay (5 samples) allowed us to compare species between the two regions and 

broaden our barcode reference collection. Large-scale genetic barcoding of bryozoans in 

South Africa is lacking, with only a small fraction of species barcoded. To better understand 

phylogenetic relationships, there is a need for broad movement toward the integration of 

morphological and molecular data (Orr et al., 2019). In our ongoing research, we will expand our 

sampling efforts in False Bay to collect additional adeonellid samples, while also utilizing 

previously collected samples to perform genetic barcoding to distinguish between these cryptic 

species.

Few studies in South Africa focus on understanding the evolutionary changes of bryozoans using 

both taxonomic and molecular data. Integrating these data types will help with providing a better 

understanding of phylogenetic relationships among species within the same taxa..In conclusion, 

this study encourages extensive sampling efforts to fully understand the endemicity of bryozoans 

within False Bay and along the Southern  African coastline

Figure 1. Laminopora jellyae, Levinson, 1909.

Figure 2.Adeonella pluscula, Hayward, 1988
Figure 5. Adeonella conspicua, Hayward & Cook, 1983

Figure 4. Unnamed Adeonella sp.

Figure 3. Adeonella guttata, Hayward, 1988.
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Figure 1: Samples sites in False Bay: Bordjiesrif, Buffel’s Bay, Millers Point, 

Dalebrook, A-Frame, Strand, and Gordon’s Bay. 
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