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INTRODUCTION RESULTS
. . COl haplotype network:
Lake Baikal amphipods: PIOYP
 >350 morphological species and subspecies; 6 species / subspecies = 4 haplogroups
« 2 conflicting taxonomies; | w
0 comprehensive identification keys. fgr EVISW SEe. 703 substitutions
rozdova et al., 2024
\ — 83 substitutions ——
Here: deep-water genus Ommatogammarus (Oupa = eye) o
(species) 95 substitutions
albinus / O. carneolus melanophthalmus + O. carneolus carneolus +
fl O. flavus O. hyacinthinus O. carneolus amethistinus
Original description s avus
(Dybowsky, 1874): — Gammarus carneolus
amethystinus
hyacinthinus
O. albinus
(species) 18S haplotype network: o / o,
Takhteev, 2000: albinus TS IS e
(subspecies) 6 species / subspecies = 3 haplotypes OGSl G
(genus) flavus amethvstinus The only O. carneolus melanophthalmus +
—Ommatogammarus y il O. hyacinthinus
carneolus carneolus g Key O. flavus
hyacinthinus melanophthalmus
Kamaltynov,f20.?9: GEE) (species) Time-calibrated tree of 15 mitochondrial genes:
YL Ommatogammarus - albinus The last common ancestor of all Ommatogammarus s.1.
Ommatogammaridae Abludogammarus — flavus existed ~6 million years ago.
_ O. carneolus melanophthalmus
amethystinus
Pretiositus —{ carneolus
melal.vopl.ﬁhalmus ) el
Eulimnogammaridae —— Eulimnogammarus — hyacinthinus
. : : O. flavus
Aim: can we resolve the conflict with molecular data?
Eulimnogammarus verrucosus
METHODOLOGY 18 15 12 9 6 3 0
Sampling: million years ago
50 100 150 200 300 500 750 1000 Depth, m
lce cover on
Lake Baikal
CONCLUSIONS
« Ommatogammarus sensu Tachteew = 3 or 4 separated species:
b':elrfph-itc):at':aegs * O. flavus ( = A. fla VUS) see Telnes et al., 2025 for more information
 O. albinus
Madyarova et al., 2022 « two more diverged genetic lineages might require further direct

| checks for reproductive isolation
Sequencing:  hyacinthinus is Ommatogammarus | Pretiositus, not Eulimnogammarus.

« cytochrome oxidase subunit one gene (5' fragment);
« 18S rRNA gene (5' fragment);

Suggested taxonomy: albinus
* low-coverage whole-genome sequencing
flavus
l —Ommatogammarus _
mitochondrial genomes (genus) carneolus (* carneolus + amethystinus)
l melanophthalmus (* melanophthalmus + hyacinthinus)
time-calibrated phylogeny Y (species)

haplotype networks
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