Functional characterization of crocodylian cathelicidins
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INTRODUCTION

* Infections caused by antibiotic resistance bacteria
(e.g. ESKAPE pathogens) are a major health problem.

» Cathelicidins are one of the major classes of host
defense peptides in vertebrates and constitute
attractive candidates as novel therapeutics against
bacterial infections.

* Crocodylians have a potent immune immune

system and are naturally resistant to several
pathogens that can affect humans.

Aim:

o functionally characterize in vitro and in vivo the
antibacterial effect of four crocodylian cathelicidins
(crocCATHS) against several pathogens relevant to
human health.

METHODS

a In vitro antibacterial activity of croCATHs
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Crocodylian cathelicidin peptides are promising
therapeutic candidates for the treatment of biofilm
infections caused by the highly antibiotic resistant
pathogens S. aureus and A. baumannii.

RESULTS

CrocCATHs showed broad spectrum in vitro antimicrobial and antibiofilm
activities against Gram-positive and Gram-negative bacteria
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