
               

The 1st International Electronic Conference on Biomedicine, 1–26 June 2021. 

 

 

Abstract 

β2-Adrenergic Receptor Polymorphism in Intracellular 
Signalling Pathways † 

Aneta Archała, Anita Płazińska 

Department of Biopharmacy, Medical University of Lublin, 4A Chodzki St., 20-093 Lublin, Poland 

† Presented at the 1st International Electronic Conference on Biomedicine, 1–26 June 2021; Available online: 

https://ecb2021.sciforum.net/. 

Published: 31 May 2021 

Research on the cognition of the human genome resulted in the publication of human DNA sequences 

at the beginning of the 21st century. Thanks to these discoveries, it became possible to learn the 

location, sequence and mutation of many genes that play an important role in the pathogenesis of 

certain diseases and are the cause of individual sensitivity to the drug administered [1]. The β2-

adrenergic receptor belongs to an important family of G-protein coupled receptors (GPCRs). β2-AR is 

an extremely important molecular target for drugs used in the treatment of asthma and heart failure. 

β2-AR is encoded by the ADRB2 gene present in many polymorphs, differing in the types of amino 

acid residues. Single nucleotide polymorphism (SNP) can lead to differences in the structure and 

action of the gene-encoded protein, which in turn affects how the protein interacts with the drug 

molecule, the activation of the receptor, and consequently the course of the disease and the success of 

the therapy used [1]. Literature data indicate the relationship of polymorphism with the exacerbated 

course of many chronic diseases such as circulatory failure, arterial hypertension with concomitant 

obesity, asthma. Receptor polymorphism may also influence the variable response to drugs used, as 

well as the faster development of tolerance to them [1]. Since the presence of polymorphism may result 

in differences in intracellular signalling, the present research determined differences in the activation 

level of intracellular signalling pathways for selected agonists. 
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