Structure-activity relationship for natural tetracenomycin X congeners
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Tetracenomycins (Tcm) are aromatic polyketides
with four fused rings.

Despite structural similarity, only
TcmX and TcmC have distinctive

4a,12a-deoxygenation dramatically
distrupting the planar structure.

Tetracenomycin X (TcmX)

Recently TcmX was shown to STATE OF ESLTURCEJISXLTJE)T:\I
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EVALUATION BINDING
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Inactive O%-Me-TcmC exhibits only a single coordination

No translation inhibition with magnesium.

6-hydroxylation impairs activity of 6-OH-TemX, but Methylation in O% position prevents hydrogen

does not interfere with key target interaction bonding, further supporting the idea, that this site
sites IS essential for the ribosome binding
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