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WHAT’'S THE FUNTION OF

The nest’s formation involves protein secretions
AM PS I N N EST PROTECTION ? from the oviduct follow by a series of fast kicking

of the hind legs by the amplectant pair.

Skin’s antimicrobial peptides may be
incorporated to the foam and modulate
microbiome.

TRANSCRIPTOME ASSEMBLY
D

Transcriptome assembly was performed using a
combination of software tools to ensure comprehensive
coverage and accuracy.
Trinity and Spades for de novo assembly.

and for translation and
identification of open reading frames (ORFs).

RESULTS
-
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>2251;§FA§§$§I£Y of male and female and oviduct
>
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>KPOFFLTDNLLPLP >FFQLLPWITTEGOTSK PLARPIP L CEIANILDIIC diverse peptide profiles
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>GIKDFMKKIAKKEMMOMKV * >RLRLCVNRG* “HLEDAEN* >GVVGSLVDEFIKNIAGRNGKK*

>DEXRSDKNPXRPYIFRDLO S TVSYPPRSRVX-VYPPPWIPP >GVLSNIMGTLSGILGKTGKK*

>LARPPPYGKLCGPNFLDMC >AGYLGGKDPCLYPRLGGPICKN >DEDVSGQMMGPPMAATTVVTPLPL

>LERPPPFHGRWCDSYSLNIT >EEAHVCYFEKNAHPHKSCSPLIET >ELSPERIESLKKMYSGHHGGNLLG

>GVLSKVMGATSGMLGKIGKK* SGLLNLADPVIAAAHGLTGGIGLGIK >GLKDTFKKVVGKIAGVVAEALNKPPQ*

>LERPPPFHGRWCDSYSLNICP >EVEDSENQERDAERRLIPFIPLIFPG >QLRPEEIAEYERITGRPYKGWMLRTGA

>GHHHRKRERSEERRVGKECNL >GTKDEMKKI AKKVVGOIAGVVAEELNKPRO* >EEEEEREVEVAENQQRDIKIPSFEDVFGG

VEKRRSREDDDEFWAGLNVARDI >GLKDMLKNLAKKVAGKIVGVVAGALGEQPQ* 12D T ORI DI ) DIV N S B I B GIE

>OFPFLGEEX "RRRGRGSGEKCRK >EEEVVGNDENRSVEPTKPPYILYPERLLKWVYTHRGGEML

>FFQLLPWITTEGQIGRADVCSSDLRRGT HESGOREET] Most predicted AMPs are
>GHHHRKREEEEEHGTAREXRGHHHRKREEEE . . . o
>RSGWVKREEAEEDG I TREKKWCRKDS TKHDYQF + OVIDUCT cationic, amphipathic and >40%
>GLKDIFKKVVGKIAGVVAEALNKQIGRASCRERV* i
>IIPCLKAFKCLYEKFADPSLNCDIFSKEFYESKONK hydrophobic
>EDEGEHEKEREARDGY TDLMKNAVAS SRNGWTKEGY GKK

>RLRLCTGRGKRLLEDAENQERSAKRRLRLCVNRGKRHLEDAEN _— P isi ical properties

andom
>GMLSNVLGAIAEFLRKSGQSHYGVYAVREVTLWSLYCKSSHTMVSLL* Sequence Forest 5:'"' .,f:;L Length % Hidrofobicty Net charge

>LVEPTKPPYILYPGRVLKWVETHRGGEMLGGQFNPLTTWVQKLYGSASD Class

GLKDIFKKVVGKIAGVVAEALNKPPQ e 3 0a s 3

TLLPGLCLDGHGQCKQ* GIKDFMKKIAKKEMMQMKY awe 058 0@ 19 @ 4

GLKDIFKKVVGKIAGVVAEALNKQIGRASCRERV AMP 0,56 0,44 34 47 5

* pred |Cted as AM PS GIKDFMKKIAKKVVGQIAGVVAEELNKPPQ AMP 0,56 0,44 30 43 3

‘GLKDMLKNLAKKVAGKIVGVVAGALGEQPQ AmP 0,62 0,38 30 47 3

KR could be a processing site GMLSNVLGAIAEFLRKSGKK AMP 016 084 20 a5 3

GVLSNIMGTLSGILGKIGKK AMP 0,28 0,72 20 40 3

GVVSSLVDFVKNLAGKIGKK awe 014 0% 2 s 3

GVVGSLVDFVKNLAGKIGKK AmP 02 08 20 45 3

‘GVVGSLVDFIKNIAGRNGKK AMP 011 0,89 20 40 3

GISKVMGAISGMLGKIGKK awe 028 o2 s 4

GLNLA TGGIGLGIK e 036 om 25 52 o

[
Through an integrated analysis encompassing morphological, biochemical, and microbiota
characterization of , this study will offers a comprehensive
understanding of foam nest composition and structure. These findings will provide crucial insights
into the reproductive mechanism and the pivotal role of secretions in foam nest construction.
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