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PEPTIDES CHARACTERIZATION>
PREPRO-PEPTIDES

DEEKRQDEEDDEDEDDDDEEKRMAFLKKSLFLVLFLGLVSLSIC APLDFYKEAIPRLMAVLSQMAG

DEEKREEEDEHDDEDEEEEEDVDHDVRKMAFLKKSLFLVLFLGLVSLSIC SVETHQLLW

DEEKRQDEEDDEDEDDDDEEKRMAFLKKSLFLVLFLGLVSLSIC GLSDFYKGPSKEAIAQIMAKISQMNG

PHYSICOCHEMICAL PROPERTIES
3D THEORETICAL STRUCTURES

BIOACTIVITY PREDICTION

OUTCOMES>
• All four consulted databases predict Lch-1 as an 

antimicrobial peptide (AMP).
• The manual synthesis and subsequent testing of this 

peptide against various pathogenic strains are underway.
• These results emphasize the pivotal role of bioprospecting 

in unveiling distinct and unique bioactive compounds within 
each species.

• Furthermore, they highlight the crucial contribution of 
artificial intelligence in guiding this exploration.

Lch-1 and Lch-2 
May interact with membranes
and has chance to be AMPs

Lch-1 and Lch-2 
General antibacterial activity

Lch-1, -2 and -3 
May present antiviral activity. 
Not hemolytic.

Lch-1  
Antimicrobial and non-
hemolytic with SVM algorithm

Lch-1  
Antimicrobial with several
algorithms

Lch-1 Lch-2 Lch-3

Name Mature Peptide Sequence Lenght
Hydrophobic 

ratio (%)
Total net 

charge

Lch-1 GLSDFYKGPSKEAIAQIMAKISQMN-NH2 25 38 2
Lch-2 APLDFYKEAIPRLMAVLSQMA-NH2 21 55 0
Lch-3 SVETHQLLW 9 44 -1
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