Novel natural and synthetic anticandidal therapeutic peptides to combat drug resistant infection
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»Antimicrobial peptides (AMPs) are considered as new
generation antibiotics due to their diverse mechanisms of action.

»Present study is focused on natural and synthetic anticandidal
peptides having therapeutic properties to combat drug resistant
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(b) SK08 hemolysis assay »SEM images showed peptides caused cell wall lysis (Fig. 6).
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