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Genetic diversity reveals a complex evolutionar history for the
white-fringed weevils (Coleoptera, Curculionidae)
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INTRODUCTION & AIM

RESULTS & DISCUSSION
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This, the intermediate morphology of N. minor between the other two
and the absence of males led to postulation of the hybrid origin of this mtDNA DNA
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Phylogenetic reconstructions based on mitochondrial and nuclear sequences,
o The aim of the present work is to unravel the evolutionary history of the respectively suggest that unknown males conform a monophyletic group very
divergent of any species of the leucoloma group. Strikingly, nuclear sequences

reveal N. minor as a polyphyletic group.
elusive males. T

METHOD

‘Individuals from the species of the

leucoloma group were sampled in several

white fringed weevils and to identify the taxonomic status of these

The SplitsTree network
based on ddRADseq data
support the distinctivenes
of the unknown males and
suggests complex
evolutionary history within
the two parthenogenetic
species, with several
degrees of divergence and
possibly  occurrence  of
hybridization.
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‘ Three  datasets were  obtained:
. . - macho Maximum-likelihood tree inferred
Migra

mitochondrial (COI) and nuclear (ITS1) \Jgirglgnm with treemix shows the most likely
DNA sequences and SNPs (acquired I Naupacts et migration events, represented as
arrows  with  color  intensity
through the dd-RAD-Seq method) : Navpactu,pereins corresponding to the migration

weight (yellow, low migration to red,

‘Pr‘ogr‘ams like  MrBayes, Stacks, r——— | | — o high migration).
Adegenet, Tree Mix And SplitsTree 000 005 10 15 1
were employed to analyze the three CONCLUSION
datasets with a variety of analytical The three datasets yielded consistent results regarding the number of
+ools evolutionary groups, indicating that the males of unknown specific status

constitute an independent evolutionary unit. Most analyses pointed out possible
hybridization within the group

Our results suggest a complex evolutionary history within this
group of neotropical weevils.
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