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645 MARINE/OLIGOHALINE INVERTEBRATES WERE DETECTED IN THE TEN 

MARINAS, OF WHICH 38 NON-INDIGENOUS SPECIES

• Only 5% of total species and 5% of NIS were detected in common among the five 

regions

• Both sample type and marina significantly influenced species composition
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AIM OF THIS STUDY:

WE SUGGEST THAT PORTUGUESE NIS MONITORING CAMPAIGNS START 

INTEGRATING DNA METABARCODING BY PERFORMING FREQUENT MOLECULAR 

ASSESSMENTS WITH PERIODIC MORPHOLOGICAL ASSESSMENTS

A COMPREHENSIVE TEMPORAL NIS ASSESSMENT, USING DNA-METABARCODING 

WAS PERFORMED IN FOUR MARINAS IN THE NORTH AND CENTER OF PORTUGAL 

OVER A TWO-YEAR PERIOD (2021-2022) TO DETERMINE THE EFFICACY OF THIS 
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3 SAMPLE TYPES

10 RECREATIONAL MARINAS

JUNE/JULY 2020

1 NEW NIS RECORD FOR MAINLAND PORTUGAL, MADEIRA AND AZORES EACH!

Austrominius modestus

(Darwin, 1854) 

Wikipedia

Laticorophium baconi

(Shoemaker, 1934)

GBIF

Perophora japonica 

Oka, 1927
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