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SINGLE YEAST DIETARY SUPPLEMENTS MULTI-YEAST MIXES CORRESPONDING TO MICROBIAL KEFIR COMPOSITION

POSITIVE MAL11 AND 
HXT9 AMPLIFICATION 
AND SPORULATION OF 
PS1 ISOLATE PROVED 

SACCHAROMYCES 
CEREVISIAE CONTENT

SACCHAROMYCES 
CEREVISIAE

IDENTIFICATION
Sb745 – reference strain S. cerevisiae 
var. boulardii CNCM I-745, ScATCC9763 – 
Saccharomyces cerevisiae 9763 from 
ATCC collection 18SrRNA AMPLICONS 

WERE GROUPED INTO 
ONE CLUSTER (R) – ∆TM

< 0,2℃ (L)

ITS GROUPING 
DETERMINED BY MULTI-

YEAST DNA TEMPLATE (R) 
– ∆TM > 0,2℃ (L)

HO AND RPB2 
AMPLICONS OF 

MIXTURES WITH 7 CFU 
ML-1 Sb745 WERE 

CLUSTERED WITH 
REFERENCE (L)

The lower the proportion of Sb745 
cells in the suspension, the more the 
differential melting curve deviated 
from the reference red curve, shown
in detailed graphs (R)

MICROBIAL MIXTURES' 
QUANTITATIVE 
COMPOSITION

Ldsubl - Lactobacillus delbrueckii 
subsp. lactis DSM 20072, ScD – 
isolate S. cerevisiae from DBFM 
collection, Km – K. marxianus DSM 
5422, PfD – food-derived isolate P. 
fermentans from DBFM collection

COMPOSITION OF 
TESTED DIETARY 
SUPPLEMENTS

LABEL COMPOSITION

PS1 Saccharomyces cerevisiae

PS2 Lactiplantibacillus plantarum, Bifidobacterium breve, Saccharomyces boulardii

PS3 Saccharomyces boulardii and fructooligosaccharides

PS4 Saccharomyces boulardii, L. rhamnosus GG, fructooligosaccharides

SACCHAROMYCES 
CEREVISIAE VAR.

BOULARDII
IDENTIFICATION

1. qPCR-HRM analysis with selected primer pairs is a rapid and effective tool for Saccharomyces cerevisiae var. boulardii identification in uniform yeast
preparations.

2. Limited differentiation capacity of qPCR-HRM using designed interspecies primer pairs for rDNA regions in multi-yeast matrix was demonstrated.
3. High differentiation power of qPCR-HRM using RPB2 selected sequence in multi-yeast matrix was concluded.

4. The predominant presence of Saccharomyces cerevisiae var. boulardii in a studied matrix is essential for qPCR-HRM identification.

The results presented are part of the manuscript: https://www.preprints.org/manuscript/202409.0492
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