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Library and Binding Assay
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Table 1. Library Odos Fig. 3. Linkers for Cys Fig. 4. Scheme of Binding Assay
What is a better C-term. or N-term. modification? Binding of LIGA (EF) to biotin-labeled Odos Nonspecific binding - Why?
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Odo-L, Figure 7. Recognizing UEA, L-and D-Odo fuco-
sylated phages: LiGA (EF-library) (blue colour),
2'FL-azido linker (green colour) and 2'FL - carboxylic
linker (orange colour).
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about the underlying cause. To ensure validity, control experiments
were conducted using well-characterized lectins such as ConA, UEA,
and CBM, which demonstrated expected specific binding profiles. The
next step involved examining the influence of the linker between sugar  After analyzing the binding of linkers with LiGA (Fig. 8), the structures of L-Odo, D-Odo, and epimeric Odo (Ep-Odo) (Fig. 9)
and phage on recognition by mirror forms of Odorranalectin. Unexpect-  were compared. The analytical data highlighted the critical role of the L- and D-Odo structures (in their B-forms) in determining
edly, neither 1b nor 5b demonstrated binding with sugars containing an  binding specificity and efficiency.

Alk-COOH linker (Fig.7).

Figure 9. Binding of LiGA (Mega-Lib) to biotin-la-

Figure 6. Heat map for binding of LiGA (EF) to biotin-labeled Odos immobilized on _ -
beled Odos immobilized on scll plates.

streptavidin coated well plates.
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