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Table 1: Shows result of species identification by DNA
sequencing and PCR methods.
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Figure 2a: An abandoned fish pond identified as a breeding

Fig. 6: Bands show Positive samples of Plasmodium knowlesi.

DISCUSSION AND CONCLUSION

« Through dissection method, this studies has found infective Anopheles
donaldi with well present oocyst in midgut. The Plasmodium species is
confirmed as Plasmodium knowlesi through molecular techniques.

 P. knowlesi was also detected in the salivary glands of the same sample
(ID | 322) through molecular techniques (i.e PCR).

« Until 2018, the presence of Plasmodium knowlesi in Anopheles donaldi
(Barbirostris group) had never been reported during previous
entomological field studies in the state of Sarawak.

« However, a more recent study conducted in 2020 also discovered
P.knowlesi in Anopheles donaldi in Lawas, Sarawak.

* As for the conclusion, in-depth studies need to be conducted across all
districts in Sarawak to confirm whether Anopheles species other than An.
leucosphyrus group have the potential to serve as vectors for P. knowlesi.

 In addition, the detection of both P. vivax and P. knowlesi in the abdomen

and thoracic part of mosquitoes Iindicates that Semena is highly
vulnerable to malaria transmission and need continuous control activities.

morphologically via microscope.
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presence of oocysts and
sporozoites.

(i11) DNA Extraction and
Detection of Plasmodium sp.

Oocyst-positive  slides, along
with undissected Anopheles
mosqguitoes were transported to
Institute of Medical Research
(IMR) for species confirmation
and to detect the presence of
malaria parasites using
molecular techniques.

Figure 3: Workflow for sampling adult mosquito
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