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Identification and Functional Validation of VVAGL15;
A Key Regulator for Shortening the Grape Growth Period

Qian Zha, Shanghai Academy of Agricultural Sciences
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we analyzed fruit development and quality in the short growth period
cultivar summer black (SB) and its bud-mutation cultivar Early Summer
Seedless (ESS), which exhibits an extremely short growth period.
Using transcriptomics, we screened the key genes involved in
shortening the growth period and determined their functions via gene
transfer verification. Our findings provide a theoretical basis for
developing high-quality grape cultivars with short growth periods.
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R ES U LTS Figure 4. Subcellular localization and expression profile of VVAGL15.

A: Subcellular localization of VVAGL135; B: Relative expression of VVAGLI15 in grape pulp
at different developmental stages; C: Relative expression of VVAGL15 in grape peel at
different developmental stages. SB: Summer Black; ESS: Early Summer Seedless. * or **
indicates a significant difference (p < 0.05 or p < 0.01, respectively) among the different
varieties at the same time point.
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A: Plant phenotypes of Summer Black (SB) and Early Summer Seedless (ESS) at different = 100 days after sowing.

growth and development stages; B: Berry phenotypes of SB and ESS at different growth and

development stages (bar = 1 cm); C: Berry mass, soluble solid content (SSC), and titratable -

acidity (TA) at different growth and development stages. DAA: Days after anthesis. g
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of VWVAGL family = | | | | | ‘ L - Figure 6. Fruit characteristics of the tomato lines at 120 days after sowing.
members. L ' = ] A: Fruit and cut fruit phenotypes of tomatoes from different lines; B: Single fruit weight, SSC,
A: Chromosomal | - ] organic acid content, and color index of the fruit from various tomato lines (bar = 1 cm).
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