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Comparative study of binding affinities using FA and SPR

+ Shiga toxin 1and 2 (St1 and Sb2) are produced by E. coli (STEC),

which causes food poisoning and is a public - - -
health concern. Poptide K (M) usingFA | Ko (uM) using SPR | 1G5, (uM) using
+ STEC causes hemorrhagic colitis (HC) and Peptide | sequence assay® assay qRT-PCR¢
hemolytic uremic syndrome (HUS).
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P11 binding at the P-talk it o icn & Shiga the SR valdating
foon sarer aieer for inibiion of both toxins.
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Comparative study of peptide binding affinities between ricin & Shiga toxin
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Protein AJN protein 5 —PPUeE — + k validating that the P-stalk site is a target for inhibition of both toxins.
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