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INTRODUCTION & AIM RESULTS & DISCUSSION

CONCLUSION FUTURE WORK / REFERENCES

METHOD

v Peptide data validated the P-stalk pocket as a novel target for inhibitors against toxin-ribosome 
interactions.

v Using FBLD with SPR we screened the Maybridge Ro3 Core library and identified CC10501, which 
binds at the P-stalk site of RTA and inhibits activity.

v We improved CC10501 using a structure-based design and a new fluorescence anisotropy (FA) 
assay and identified RU-NT-206 and RU-NT-192, which showed over 50- and 30-fold improved 
affinity, respectively.

v Ki data measured using FA assay showed a positive correlation with the Vero cell protection assay.
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