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INTRODUCTION AND AIM

Jasmine leaf blight, caused by pathogens like
Alternaria  alternata has  significant economic
repercussions, particularly in regions where jasmine
cultivation is a major agricultural activity. The disease
leads to reduced flower yield and quality, directly
impacting the income of farmers and the ornamental
plant industry. Studies indicate that yield losses due to
leaf blight can range from 32% to 57%, depending on
the severity of the infection. The present investigation
was focused to formulate an effective biofungicide from
naturally occurring phylloplane fungus of Jasminum
sambac (Jasmine) against the leaf Dblight disease
causal organism and phytopathogen, Alternaria
alternata
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