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Enrichment analysis of DEGs

®* In PANCK+ regions, DEGs were primarily involved in

Background . Results

 Endocrine resistance occurs in nearly all patients with

Table 1. Baseline characteristics of HR+/HER2- EBC patients
from ET-resistant and ET-sensitive groups

HR+/HER2- EBC patients receiving ET-based
treatment (N=20)

hormone receptor-positive/human epidermal growth factor

ET-resistant
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The situation highlights the need to explore biomarkers for ,. v ,. = | = of stem cells, proteoglycans in cancer, and
. . PN | e | | S (N=11) (N=9) (N=20) thermogenesis (Figure 3B).
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* The study aims to explore the spatial and transcriptome ferpome et | 3 MT:IZIW M, ‘ 450 480 45.5 were associated with the nucleus and cell cycle (Figure
differences associated with endocrine sensitivity in ITmiimu I ——— I DrSeaDBGs| | —" Median (range) | | (33.0-55.0 3C). KEGG pathways are mainly enriched for
HR+/HER?2- EBC. l e e p—— e T (33.0-49.0) (33.0-55.0) \ transcriptional misregulation in cancer, cell cycle, and
Ny mismatch repair (Figure 3D).
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Baseline characteristics 9 (21 Dlge.r) | e (L, enriched, with the histone methyltransferase complex
NI 00 3(33.3)  3(15.0) showing significant statistical significance (Figure 3E).

® Pgstoperative formalin-fixed, parafﬁn_embedded (FFPE) ® A total of 20 patients with HR+/HER2- EBC were ellglble 1.00
tumor samples of patients with HR+/HER2- EBC were for TMA construction. They received radical surgery for _ 3 (27.3) 2 (22.2) 5 (25.0) r AREL | PR .
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upregulated DEGs were identified (Figure 2C). The E'__1 - S Flgu_re 3. GQ funcho_n and KEGG (B) of DE_Gs in different
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* Gene Ontology (GO) annotation analysis and Kyoto ~ COMIegarec D=0 showed fhe highest signieance & R R
Encyclopedia of Genes and Genomes (KEGG) pathway (P=0.0026) (Figure 2F). R A R
analysis were performed using the clusterProfiler package - " . Ea F ® Our study identifies the transcriptomic landscapes
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® The SpatialDecon tool was developed to quantify diverse ® upreguaes S I X ® Uy g using a combination of DSP and a designated 235-

cell populations using normalized mRNA expression data
for each segment within each ROIl. The tool used a
constrained log-normal regression algorithm, which was
better suited to the long-tailed distribution of MRNA
expression.
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gene panel.

® This may provide references for exploring
molecular mechanisms of endocrine resistance,
and stratifying patients who may derive survival

| |

[} |} 1 ] |} 1 ] I ] 1] 1 I
0.0 0.2 0.4 06 0.8 1.0 1.2 1.4 1.6 1.8 2.0 2.2 2.4 26 2.8
-log10{pvalue) R R

Figure 2. ldentification of DEGs in spatially resolved regions from patients who showed different responses to ET-based

treatment. Heat map and volcano plots of DEGs in the PANCK+ (A,B), CD45+ (C,D), and CD45-/PANCK- (E,F) regions from
patients in the ET-sensitive group vs. those in the ET-resistant group were shown.

benefits from ET.
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® All statistical analysis was performed using SPSS (version
29.0) and R (version 4.3.2) software

® P-value of <0.05 indicated statistical significance.
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