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activity of antifungal drugs against 87 fungi species. The data was
processed by Linear Discriminant Analysis (LDA) classifying
drugs as active or non-active. The model correctly classifies 338
out of 368 active compounds (91.85%) and 89 out of 123 non-
active compounds (72.36%). Overall training predictability was

86.97% (427 out of 491 compounds). Validation of the model was

@+< J;%J— @ carried out by means of Leave-Species-Out (LSO) procedure. After
v elimination step-by-step of all drugs tested against one specific
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compounds (LSO-predictability). Ref: Bioorg Med Chem. 2006
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